Package ‘MetaGxOvarian’

October 12, 2023
Type Package

Title Transcriptomic Ovarian Cancer Datasets
Version 1.20.0
Date "r Sys.date()"

Description A collection of Ovarian Cancer Transcriptomic Datasets that are
part of the MetaGxData package compendium.

License Artistic-2.0

Depends Biobase, AnnotationHub, ExperimentHub, SummarizedExperiment, R
(>=3.6.0)

Imports stats, lattice, impute

Suggests testthat, xtable, rmarkdown, knitr, BiocStyle, markdown
Encoding UTF-8

VignetteBuilder knitr

NeedsCompilation no

biocViews ExpressionData, ExperimentHub, CancerData,
Homo_sapiens_Data, ArrayExpress, GEO, NCI, MicroarrayData,
ExperimentData

LazyData yes

RoxygenNote 7.1.1

git_url https://git.bioconductor.org/packages/MetaGxOvarian
git_branch RELEASE_3_17

git_last_commit 15275d0

git_last_commit_date 2023-04-25

Date/Publication 2023-10-12

Author Michael Zon [aut],
Vandana Sandhu [aut],
Christopher Eeles [ctb],
Benjamin Haibe-Kains [aut, cre]

Maintainer Benjamin Haibe-Kains <benjamin.haibe.kains@utoronto.ca>

1



2 attention

R topics documented:

AENLION . . . . . . . . . e e e e e e e e 2
duplicates . . . . . . . . . e e e e e 2
EMTAB.386 . . . . . . e e 2
GSE12418 . . . . . e e 10
GSEI2470 . . . . . e e e e 14
GSEI13876 . . . . . e e e e e e 20
GSEL4764 . . . . . e e e 27
GSEL17260 . . . . . . . e 33
GSEI18520 . . . . . . e e e 42
GSE19829 . . . . . . e e e e e e 48
GSE20565 . . . . . . e e 54
GSE2109 . . . . e 65
GSE26193 . . . . e e e 74
GSE26712 . . . . e e e e e 82
GSE30009 . . . . . . e e e 91
GSE30161 . . . . . . e e e e e 99
GSE32002 . . . . . . e e e 105
GSE32003 . . . . . e e 113
GSE44104 . . . . . e e e 117
GSE49997 . . . . e e e 122
GSES1088 . . . . . . e e e e e 130
GSE6008 . . . . . . e e 139
GSEO6822 . . . . e e e 148
GSES8842 . . . . e e e 154
GSE9891 . . . . e e e 162
loadOvarianDatasets . . . . . . . . . . . . .. e e e e e 170
loadOvarianEsets . . . . . . . . . . . ... e 171
PMIDI15897565 . . . . . . . e e e e e e e 173
PMIDI17290060 . . . . . . . . . e e e e e 178
PMIDI19318476 . . . . . . . e e e e e 185
TCGA.RNASeqV2 . . . . e 190
TCGAOVARIAN . . . . e e e e e 201
attention days_to_death
Description

This is a note to inform package users that the days_to_death variable is also valid for living pateints.
In this case, the value in days_to_death is the number of days since the last follow-up appointment.

Format

A field included in various data files in the this package.
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duplicates a list containing the names of patients that are believed to be dulicates
across datasets

Description

The object is a list where each element is a patient ID that is believed to be a duplicate of a patient
in another dataset. Patients are designated as duplicated if they have Spearman correlations greater
than or equal to 0.98 with other patient expression profiles

Format

A list with 130 elements, each of which is a patient ID.

E.MTAB.386 Angiogenic mRNA and microRNA gene expression signature predicts
a novel subtype of serous ovarian cancer.

Description

Ovarian cancer is the fifth leading cause of cancer death for women in the U.S. and the seventh most
fatal worldwide. Although ovarian cancer is notable for its initial sensitivity to platinum-based ther-
apies, the vast majority of patients eventually develop recurrent cancer and succumb to increasingly
platinum-resistant disease. Modern, targeted cancer drugs intervene in cell signaling, and iden-
tifying key disease mechanisms and pathways would greatly advance our treatment abilities. In
order to shed light on the molecular diversity of ovarian cancer, we performed comprehensive tran-
scriptional profiling on 129 advanced stage, high grade serous ovarian cancers. We implemented a,
re-sampling based version of the ISIS class discovery algorithm (rISIS: robust ISIS) and applied it
to the entire set of ovarian cancer transcriptional profiles. rISIS identified a previously undescribed
patient stratification, further supported by micro-RNA expression profiles, and gene set enrichment
analysis found strong biological support for the stratification by extracellular matrix, cell adhesion,
and angiogenesis genes. The corresponding "angiogenesis signature” was validated in ten published
independent ovarian cancer gene expression datasets and is significantly associated with overall sur-
vival. The subtypes we have defined are of potential translational interest as they may be relevant
for identifying patients who may benefit from the addition of anti-angiogenic therapies that are now
being tested in clinical trials.

Format

experimentData (eset) :
Experiment data
Experimenter name: Bentink S, Haibe-Kains B, Risch T, Fan J-B, Hirsch MS, Holton
Laboratory: Bentink, Matulonis 2012
Contact information:
Title: Angiogenic mRNA and microRNA gene expression signature predicts a novel st



URL:
PMIDs: 22348002

E.MTAB.386

Abstract: A 212 word abstract is available. Use 'abstract' method.

Information is available on: preprocessing
notes:
platform _title:

Illumina humanRef-8 v2.0 expression beadchip
platform_shorttitle:

Illumina humanRef-8 v2.0
platform_summary:

illuminaHumanv?2
platform manufacturer:

Illumina
platform distribution:

commercial
platform_accession:

GPL6104
version:

2015-09-22 19:06:44

featureData (eset) :
An object of class 'AnnotatedDataFrame'

featureNames: ILMN_1343291 ILMN_1651228 ... ILMN_1815951 (12449

total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 12449 features, 129 samples

Platform type:

Overall survival time-to-event summary (in years):
Call: survfit (formula = Surv (time, cens) ~ -1)

n events median 0.95LCL 0.95UCL
129.00 73.00 3.51 2.68 4.13

unique_patient_1ID:

DFCI.1 DFCI.10 DFCI.100 DFCI.101 DFCI.102 DFCI.103 DFCI.104 DFCI.105

1 1 1 1 1 1 1

1

DFCI.106 DFCI.107 DFCI.108 DFCI.109 DFCI.11 DFCI.110 DFCI.111 DFCI.112

1 1 1 1 1 1 1
DFCI.113 DFCI.114 DFCI.115 DFCI.116 DFCI.117 DFCI.118 DFCI.119

1
DFCI.12
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1
DFCI.120
1
DFCI.128
1
DFCI.16
1
DFCI.23
1
DFCI.30
1
DFCI.38
1
DFCI.46
1
DFCI.54
1
DFCI.61
1
DFCI.69
1

1
DFCI.121
1
DFCI.129
1
DFCI.17
1
DFCI.24
1
DFCI.31
1
DFCI.39
1
DECI.47
1
DFCI.55
1
DFCI.62
1
DECI.7
1

sample_type:

tumor
129

histological_type:

ser
129
primarysite:
ov
129
summarygrade:
high
129
summarystage:
early late
1 128
tumorstage:
2 3 4
1 109 19
substage:

a

1
DFCI.122
1
DFCI.13
1
DFCI.18
1
DFCI.25
1
DFCI.32
1
DFCI.4
1
DFCI.48
1
DFCI.56
1
DFCI.63
1
DFCI.70
1

c NA's

1
DFCI.123
1
DFCI.130
1
DFCI.19
1
DFCI.26
1
DFCI.33
1
DFCI.40
1
DFCI.49
1
DFCI.57
1
DFCI.64
1
(Other)
30

1
DFCI.124
1
DFCI.131
1

DFCI.2

1
DFCI.27
1
DFCI.34
1
DFCI.41
1
DFCI.50
1
DFCI.58
1
DFCI.65
1

1
DFCI.125
1
DFCI.132
1
DFCI.20
1
DFCI.28
1
DFCI.35
1
DFCI.42
1
DFCI.51
1
DFCI.59
1
DFCI.66
1

5
1 1
DFCI.126 DFCI.127
1 1
DFCI.14 DFCI.15
1 1
DFCI.21 DFCI.22
1 1
DFCI.29 DFCI.3
1 1
DFCI.36 DFCI.37
1 1
DFCI.44 DFCI.45
1 1
DFCI.52 DFCI.53
1 1
DFCI.6 DFCI.60
1 1
DFCI.67 DFCI.68
1 1



5 12 93 19

age_at_initial_pathologic_diagnosis:

Min. 1lst Qu. Median Mean 3rd Qu.
21.00 50.00 66.00 60.71 72.00
days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu.
3.9 516.9 917.1 1007.0 1401.0
vital_status:
deceased living
73 56
debulking:
optimal suboptimal NA's
98 28 3

uncurated_author_metadata:

E.MTAB.386

Max.
95.00

Max.
2724 .0

Source.Name: DFCI-100///Ct

Source.Name: DFCI-

Source.Name: DFCI-]

Source.Name: DFCI-103///

Source.Name: DFCI-104///c

Source.Name: DFCI-105///Ct

Source.Name: DFCI-106///C

Source.Name: DFCI-107///C

Source.Name: DFCI-108///

Source.Name: DFCI-109///Cr

Source.Name: DFCI-10/

Source.Name: DFCI-110//

Source.Name: DFCI-111///Cr
Source.Name: DFCI-112///

Source.Name: DFCI-113///
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Source.Name: DFCI-1]

Source.Name: DFCI-115///C

Source.Name: DFCI-116///Ct

Source.Name: DFCI-117/,

Source.Name: DFCI-118///Characteristics.Age.: Age <has_measurement <Measurement <he
Source.Name: DFCI-119///

Source.Name: DFCI-11//,

Source.Name: DFCI-120///Characteristics.Age.: Age <has_measurement <Measurement
Source.Name: DFCI-121//

Source.Name: DFCI-1Z

Source.Name: DFCI-123///C

Source.Name: DFCI-124/,

Source.Name: DFCI-125,

Source.Name: DFCI-]

Source.Name: DFCI-127///Characteristics.Age.: Age <has_measurement <Measuremer
Source.Name: DFCI-128/,

Source.Name: DFCI-129///Characteristics.Age.: Age <has_measurement <Measurement
Source.Name: DFCI-12/,

Source.Name: DFCI-130///Characteristics.Age.: Age <has_measurement <Measurement <he
Source.Name: DFCI-131///Characteristics.Age.: Age <has_measurement <Measureme
Source.Name: DFCI-132///Characteristics.Age.: Age <has_measurement <Measurement <}
Source.Name: DFCI-13/,

Source.Name: DFCI-14/

Source.Name: DFCI-
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Source.Name: DFCI
Source.Name: DFCI-17/,
Source.Name: DFCI-18/,
Source.Name: DFCI-19/,

Source.Name: DE
Source.Name: DFCI-20/,
Source.Name: DFCI-
Source.Name: DFCI-22///Characteristics.Age.: Age <has_measurement <Measurement
Source.Name: DFCI-23///
Source.Name: DFCI-24///Ct
Source.Name: DFCI-25//,
Source.Name: DFCI-2¢
Source.Name: DFCI-27/,
Source.Name: DFCI-Z
Source.Name: DFCI-29/,
Source.Name: DFCI-Z
Source.Name: DFCI-3(
Source.Name: DFCI-31/,
Source.Name: DFCI-3Z
Source.Name: DFCI-33/
Source.Name: DFCI-34,
Source.Name: DFCI-35/,
Source.Name: DFCI-

Source.Name: DFCI-37/,
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Source.Name: DFCI-38///

Source.Name: DFCI-39///

Source.Name: DFCI-

Source.Name: DFCI-40//

Source.Name: DFCI-41/

Source.Name: DFCI-42/

Source.Name: DFCI-44/

Source.Name: DFCI-

Source.Name: DFCI-46/,

Source.Name: DFCI-47/

Source.Name: DFCI-

Source.Name: DFCI-4¢

Source.Name: DFCI-

Source.Name: DFCI-50/

Source.Name: DFCI-51//,

Source.Name: DFCI-52//

Source.Name: DFCI-53///

Source.Name: DFCI-54///

Source.Name: DFCI-55/

Source.Name: DFCI-56//,

Source.Name: DFCI-57/,

Source.Name: DFCI-58/

Source.Name: DFCI-5¢

Source.Name: DFCI-6(
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Source.Name: DFCI—¢
Source.Name: DFCI-62///Characteristics.Age.: Age <has_measurement <Measuremer
Source.Name: DFCI—¢
Source.Name: DFCI-6¢
Source.Name: DFCI-65//,
Source.Name: DFCI—¢
Source.Name: DFCI-
Source.Name: DFCI-68/,
Source.Name: DFCI-69//
Source.Name: DEFC(
Source.Name: DFCI-70,

Source.Name: DFCI-7]

Value

An expression set

GSE12418 Expression analysis of stage Il serous ovarian adenocarcinoma dis-
tinguishes a sub-group of survivors.

Description

It is difficult to predict the clinical outcome for patients with ovarian cancer. However, the use
of biomarkers as additional prognostic factors may improve the outcome for these patients. In or-
der to find novel candidate biomarkers, differences in gene expressions were analysed in 54 stage
IIT serous ovarian adenocarcinomas with oligonucleotide microarrays containing 27,000 unique
probes. The microarray data was verified with quantitative real-time polymerase chain reaction for
the genes TACC1, MUCS5B and PRAME. Using hierarchical cluster analysis we detected a sub-
group that included 60% of the survivors. The gene expressions in tumours from patients in this
sub-group of survivors were compared with the remaining tumours, and 204 genes were found to
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be differently expressed. We conclude that the sub-group of survivors might represent patients
with favourable tumour biology and sensitivity to treatment. A selection of the 204 genes might
be used as a predictive model to distinguish patients within and outside of this group. Alternative
chemotherapy strategies could then be offered as first-line treatment, which may lead to improve-
ments in the clinical outcome for these patients.

Format

experimentData (eset) :

Experiment data
Experimenter name: Partheen K, Levan K, Osterberg L, Horvath G.Expression analysi
Laboratory: Partheen, Horvath 2006
Contact information:
Title: Expression analysis of stage III serous ovarian adenocarcinoma distinguist
URL:
PMIDs: 16996261

Abstract: A 177 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
SWEGENE H_v2.1.1_27k
platform_shorttitle:
SWEGENE H_v2.1.1_27k
platform summary:
PartheenMetaData
platform manufacturer:
other
platform_distribution:
non-commercial
platform_accession:
GPL5886
version:
2015-09-22 19:07:14

featureData (eset) :

An object of class 'AnnotatedDataFrame'
featureNames: 28 29 ... 29999 (11304 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 11304 features, 54 samples
Platform type:
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alt_sample_name:

1035LA0 1047LB

1 1
134LC 1426LB
1 1
1760LB 1805DB
1 1
452DC 454L1C
1 1
559DC 563LA
1 1
83LC 918DBO
1 1

sample_type:
tumor
54

1059LBO
1
1487DB
1
193DC
1
45LA0
1
626DC
1
988LCO
1

histological_type:

ser
54

primarysite:
ov
54

summarystage:
late
54

tumorstage:
3
54

substage:
b ¢
19 35

1177DB
1
1528DC
1
198DC
1
462DB
1
662DC
1
99LCO
1

1178LBO
1
1538DC
1

202DC

1

46LBO

1

719DC

1

age_at_initial_pathologic_diagnosis:
Mean 3rd Qu.

Min. 1st Qu.
35.00 51.25

pltx:
Yy
54

os_binary:

Median
59.50

59.56

69.75

1180DB
1
1567DB
1
211DC
1

47DC

1
742LCO
1

Max.
84.00

1186DBO
1
1568DC
1

26DC

1
480DCO
1

755LC

1

GSE12418
123DC 1242LCO
1 1
1574LCO 164DC
1 1
272DC 405LB
1 1
489DC 505DB
1 1
759DC 76DC
1 1

1274LC
1
1658DC
1
436DC
1
541DC
1
789DC
1
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long short

20 34
debulking:
optimal suboptimal
13 41

uncurated_author_metadata:
title: 1035LA0///geo_accession: GSM311973///status: Public on Aug 12 2008///submiss

title: 1047LB///geo_accession: GSM311974///status: Public on Aug 12 2008///subn
title: 1059LB0///geo_accession: GSM311975///status: Public on Aug 12 2008///submiss
title: 1177DB///geo_accession: GSM311976///status: Public on Aug 12 200¢

title: 1178LB0///geo_accession: GSM311977///status: Public on Aug 12 2008///submiss
title: 1180DB///geo_accession: GSM311978///status: Public on Aug 12 200¢

title: 1186DB0///geo_accession: GSM311979///status: Public on Aug 12 2008///

title: 123DC///geo_accession: GSM311945///status: Public on Aug 12 20C

title: 1242LC0///geo_accession: GSM311980///status: Public on Aug 12 2008///submis
title: 1274LC///geo_accession: GSM311981///status: Public on Aug 12 2008///suk
title: 134LC///geo_accession: GSM311946///status: Public on Aug 12 2008///suk
title: 1426LB///geo_accession: GSM311982///status: Public on Aug 12 2008///subn
title: 1487DB///geo_accession: GSM311983///status: Public on Aug 12 200¢

title: 1528DC///geo_accession: GSM311984///status: Public on Aug 12 20(

title: 1538DC///geo_accession: GSM311985///status: Public on Aug 12 20¢

title: 1567DB///geo_accession: GSM311986///status: Public on Aug 12 200¢

title: 1568DC///geo_accession: GSM311987///status: Public on Aug 12 20(

title: 1574LCO0///geo_accession: GSM311988///status: Public on Aug 12 2008///submic
title: 164DC///geo_accession: GSM311947///status: Public on Aug 12 20(

title: 1658DC///geo_accession: GSM311989///status: Public on Aug 12 20(
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title: 1760LB///geo_accession: GSM311990///status: Public on Aug 12 2008///subn
title: 1805DB///geo_accession: GSM311991///status: Public on Aug 12 200¢

title: 193DC///geo_accession: GSM311948///status: Public on Aug 12 20C

title: 198DC///geo_accession: GSM311949///status: Public on Aug 12 20(

title: 202DC///geo_accession: GSM311950///status: Public on Aug 12 20(

title: 211DC///geo_accession: GSM311951///status: Public on Aug 12 20C

title: 26DC///geo_accession: GSM311938///status: Public on Aug 12 20(

title: 272DC///geo_accession: GSM311952///status: Public on Aug 12 20(

title: 405LB///geo_accession: GSM311953///status: Public on Aug 12 2008///subn
title: 436DC///geo_accession: GSM311954///status: Public on Aug 12 20(

title: 452DC///geo_accession: GSM311955///status: Public on Aug 12 20(

title: 454LC///geo_accession: GSM311956///status: Public on Aug 12 2008///suk
title: 45LA0///geo_accession: GSM311939///status: Public on Aug 12 2008///submiss
title: 462DB///geo_accession: GSM311957///status: Public on Aug 12 200¢

title: 46LB0///geo_accession: GSM311940///status: Public on Aug 12 2008///submiss
title: 47DC///geo_accession: GSM311941///status: Public on Aug 12 20(

title: 480DCO///geo_accession: GSM311958///status: Public on Aug 12 2008//
title: 489DC///geo_accession: GSM311959///status: Public on Aug 12 20(

title: 505DB///geo_accession: GSM311960///status: Public on Aug 12 200¢

title: 541DC///geo_accession: GSM311961///status: Public on Aug 12 20C

title: 559DC///geo_accession: GSM311962///status: Public on Aug 12 20(

title: 563LA///geo_accession: GSM311963///status: Public on Aug 12 2008///subn
title: 626DC///geo_accession: GSM311964///status: Public on Aug 12 20(

title: 662DC///geo_accession: GSM311965///status: Public on Aug 12 20C



GSE12470 15

title: 719DC///geo_accession: GSM311966///status: Public on Aug 12 20C

title: 742LCO///geo_accession: GSM311967///status: Public on Aug 12 2008///submis
title: 755LC///geo_accession: GSM311968///status: Public on Aug 12 2008///suk
title: 759DC///geo_accession: GSM311969///status: Public on Aug 12 20C

title: 76DC///geo_accession: GSM311942///status: Public on Aug 12 20(

title: 789DC///geo_accession: GSM311970///status: Public on Aug 12 20C

title: 83LC///geo_accession: GSM311943///status: Public on Aug 12 2008///sut
title: 918DB0///geo_accession: GSM311971///status: Public on Aug 12 2008///
title: 988LCO///geo_accession: GSM311972///status: Public on Aug 12 2008///submic

title: 99LCO0///geo_accession: GSM311944///status: Public on Aug 12 2008///submic

Value

An expression set

GSE12470 Gene expression profiling of advanced-stage serous ovarian cancers
distinguishes novel subclasses and implicates ZEB2 in tumor progres-
sion and prognosis.

Description

To elucidate the mechanisms of rapid progression of serous ovarian cancer, gene expression profiles
from 43 ovarian cancer tissues comprising eight early stage and 35 advanced stage tissues were car-
ried out using oligonucleotide microarrays of 18,716 genes. By non-negative matrix factorization
analysis using 178 genes, which were extracted as stage-specific genes, 35 advanced stage cases
were classified into two subclasses with superior (n = 17) and poor (n = 18) outcome evaluated
by progression-free survival (log rank test, P = 0.03). Of the 178 stage-specific genes, 112 genes
were identified as showing different expression between the two subclasses. Of the 48 genes se-
lected for biological function by gene ontology analysis or Ingenuity Pathway Analysis, five genes
(ZEB2, CDH1, LTBP2, COL16A1, and ACTA2) were extracted as candidates for prognostic fac-
tors associated with progression-free survival. The relationship between high ZEB2 or low CDH1
expression and shorter progression-free survival was validated by real-time RT-PCR experiments of
37 independent advanced stage cancer samples. ZEB2 expression was negatively correlated with
CDHI1 expression in advanced stage samples, whereas ZEB2 knockdown in ovarian adenocarci-
noma SKOV3 cells resulted in an increase in CDH1 expression. Multivariate analysis showed that
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high ZEB?2 expression was independently associated with poor prognosis. Furthermore, the prog-
nostic effect of E-cadherin encoded by CDHI1 was verified using immunohistochemical analysis
of an independent advanced stage cancer samples set (n = 74). These findings suggest that the
expression of epithelial-mesenchymal transition-related genes such as ZEB2 and CDH1 may play
important roles in the invasion process of advanced stage serous ovarian cancer.

Format

experimentData (eset) :

Experiment data
Experimenter name: Yoshihara K, Tajima A, Komata D, Yamamoto T, Kodama S, Fujiwaz
Laboratory: Yoshihara, Tanaka 2009
Contact information:
Title: Gene expression profiling of advanced-stage serous ovarian cancers distinc
URL:
PMIDs: 19486012

Abstract: A 253 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
Agilent-012097 Human 1A Microarray (V2) G4110B (Feature Number version)
platform_shorttitle:
Agilent G4110B
platform summary:
hgug4110b
platform manufacturer:
Agilent
platform_distribution:
commercial
platform_accession:
GPL887
version:
2015-09-22 19:08:17

featureData (eset) :

An object of class 'AnnotatedDataFrame'
featureNames: 3 5 ... 22571 (15999 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 15999 features, 53 samples
Platform type:
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alt_sample_name:
Advanced serous ovarian cancer 10 Advanced serous ovarian cancer 11

1 1

Advanced serous ovarian cancer 15 Advanced serous ovarian cancer 17
1 1

Advanced serous ovarian cancer 18 Advanced serous ovarian cancer 2
1 1

Advanced serous ovarian cancer 20 Advanced serous ovarian cancer 23
1 1

Advanced serous ovarian cancer 24 Advanced serous ovarian cancer 25
1 1

Advanced serous ovarian cancer 27 Advanced serous ovarian cancer 36
1 1

Advanced serous ovarian cancer 37 Advanced serous ovarian cancer 38
1 1

Advanced serous ovarian cancer 39 Advanced serous ovarian cancer 42
1 1

Advanced serous ovarian cancer 43 Advanced serous ovarian cancer 45
1 1

Advanced serous ovarian cancer 46 Advanced serous ovarian cancer 49
1 1

Advanced serous ovarian cancer 50 Advanced serous ovarian cancer 51
1 1

Advanced serous ovarian cancer 52 Advanced serous ovarian cancer 53
1 1

Advanced serous ovarian cancer 54 Advanced serous ovarian cancer 55
1 1

Advanced serous ovarian cancer 56 Advanced serous ovarian cancer 57
1 1

Advanced serous ovarian cancer 58 Advanced serous ovarian cancer 6
1 1

Advanced serous ovarian cancer 60 Advanced serous ovarian cancer 61
1 1

Advanced serous ovarian cancer 62 Advanced serous ovarian cancer 64
1 1

Advanced serous ovarian cancer 7 Early serous ovarian cancer 28
1 1

Early serous ovarian cancer 32 Early serous ovarian cancer 33

1 1

Early serous ovarian cancer 35 Early serous ovarian cancer 5

1 1

Early serous ovarian cancer 65 Early serous ovarian cancer 8

1 1

Early serous ovarian cancer 9 Peritoneum normal 12

1 1

Peritoneum normal 15 Peritoneum normal 16

1 1
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Peritoneum normal 18
1
Peritoneum normal 23
1
Peritoneum normal 30
1
Peritoneum normal 7
1

sample_type:

healthy
10

histological_type:
ser NA's
43 10

tumor
43

primarysite:

ov
53

summarystage:

early
8

late

NA's
35 10

tumorstage:

1 NA's
8 45

uncurated_author_metadata:

title:

title:

title:

title:

title:

title:

title:

title:

title:

Advanced

Advanced

Advanced

Advanced

Advanced

Advanced

Advanced

Advanced

Advanced

serous

serous

serous

serous

serous

serous

serous

serous

serous

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

GSE12470

Peritoneum normal 21

1

Peritoneum normal 3

1

Peritoneum normal 4

1
10///geo_accession: GSM312155///status:
11///geo_accession: GSM312141///status:
15///geo_accession: GSM312156///status:
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Value

An expression set

GSE13876 Survival-related profile, pathways, and transcription factors in ovar-
ian cancer.

Description

Ovarian cancer has a poor prognosis due to advanced stage at presentation and either intrinsic or
acquired resistance to classic cytotoxic drugs such as platinum and taxoids. Recent large clinical
trials with different combinations and sequences of classic cytotoxic drugs indicate that further sig-
nificant improvement in prognosis by this type of drugs is not to be expected. Currently a large
number of drugs, targeting dysregulated molecular pathways in cancer cells have been developed
and are introduced in the clinic. A major challenge is to identify those patients who will benefit from
drugs targeting these specific dysregulated pathways.The aims of our study were (1) to develop a
gene expression profile associated with overall survival in advanced stage serous ovarian cancer,
(2) to assess the association of pathways and transcription factors with overall survival, and (3) to
validate our identified profile and pathways/transcription factors in an independent set of ovarian
cancers.According to a randomized design, profiling of 157 advanced stage serous ovarian cancers
was performed in duplicate using approximately 35,000 70-mer oligonucleotide microarrays. A
continuous predictor of overall survival was built taking into account well-known issues in microar-
ray analysis, such as multiple testing and overfitting. A functional class scoring analysis was utilized
to assess pathways/transcription factors for their association with overall survival. The prognostic
value of genes that constitute our overall survival profile was validated on a fully independent, pub-
licly available dataset of 118 well-defined primary serous ovarian cancers. Furthermore, functional
class scoring analysis was also performed on this independent dataset to assess the similarities with
results from our own dataset. An 86-gene overall survival profile discriminated between patients
with unfavorable and favorable prognosis (median survival, 19 versus 41 mo, respectively; per-
mutation p-value of log-rank statistic = 0.015) and maintained its independent prognostic value in
multivariate analysis. Genes that composed the overall survival profile were also able to discrimi-
nate between the two risk groups in the independent dataset. In our dataset 17/167 pathways and
13/111 transcription factors were associated with overall survival, of which 16 and 12, respectively,
were confirmed in the independent dataset.Our study provides new clues to genes, pathways, and
transcription factors that contribute to the clinical outcome of serous ovarian cancer and might be
exploited in designing new treatment strategies.

Format

experimentData (eset) :

Experiment data
Experimenter name: Crijns AP, Fehrmann RS, de Jong S, Gerbens F, Meersma GJ, Klig
Laboratory: Crijns, van der Zee 2009
Contact information:
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Title: Survival-related profile, pathways, and transcription factors in ovarian c
URL:

PMIDs: 19192944
Abstract: A 371 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
Operon human v3 ~35K 70-mer two-color oligonucleotide microarrays
platform_shorttitle:
Operon v3 two-color
platform summary:
OperonHumanV3
platform manufacturer:
other
platform_distribution:
non-commercial
platform_accession:
GPL7759
version:
2015-09-22 19:11:43

featureData (eset) :

An object of class 'AnnotatedDataFrame'
featureNames: 1 2 ... 37629 (20939 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 20939 features, 157 samples

Platform type:

Overall survival time-to-event summary (in years):
Call: survfit (formula = Surv (time, cens) ~ -1)

n events median 0.95LCL 0.95UCL
157.00 113.00 2.05 1.56 2.71

alt_sample_name:
151 NA's
1 156

unique_patient_1ID:
Min. 1lst Qu. Median Mean 3rd Qu. Max.



GSE13876 23

1 40 79 79 118 157

sample_type:
tumor
157

histological_type:
ser
157

primarysite:
ov
157

summarygrade:
high low NA's
85 59 13

summarystage:
late
157
grade:
1 2 3 4 NA's
14 45 82 3 13

age_at_initial_pathologic_diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max.
21.00 50.00 60.00 57.95 67.00 84.00

days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
30 360 630 1100 1470 7020
vital_status:
deceased living

113 44

uncurated_author_metadata:

title: Ovarian tumor sample 105 / Ovarian tumor sample 106///geo_accession:

title: Ovarian tumor sample 10 / Ovarian tumor sample 11///geo_accession:
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title: Ovarian tumor sample 111 / Ovarian tumor sample 112///geo_accession:

title: Ovarian tumor sample 115 / Ovarian tumor sample 117///geo_accession:

title: Ovarian tumor sample 126 / Ovarian tumor sample 127///geo_accession:

title: Ovarian tumor sample 13 / Ovarian tumor sample 14///geo_accession:
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title: Ovarian tumor sample 165 / Ovarian tumor sample 166///geo_accession:

title: Ovarian tumor sample 193 / Ovarian tumor sample 194///geo_accession:
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title: Ovarian tumor sample 230 / Ovarian tumor sample 231///geo_accession:

title: Ovarian tumor sample 237 / Ovarian tumor sample 238///geo_accession:

title: Ovarian tumor sample 250 / Ovarian tumor sample 251///geo_accession: GSM405¢

title: Ovarian tumor sample 258 / Ovarian tumor sample 259///geo_accession:

title: Ovarian tumor sample 273 / Ovarian tumor sample 274///geo_accession: C
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title: Ovarian tumor sample 284 / Ovarian tumor sample 285///geo_accession: (

title: Ovarian tumor sample 313 / Ovarian tumor sample 314///geo_accession: (
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GSE14764

Value

An expression set

GSE14764 A prognostic gene expression index in ovarian cancer - validation
across different independent data sets.

Description

Ovarian carcinoma has the highest mortality rate among gynaecological malignancies. In this
project, we investigated the hypothesis that molecular markers are able to predict outcome of ovar-
ian cancer independently of classical clinical predictors, and that these molecular markers can be
validated using independent data sets. We applied a semi-supervised method for prediction of pa-
tient survival. Microarrays from a cohort of 80 ovarian carcinomas (TOC cohort) were used for
the development of a predictive model, which was then evaluated in an entirely independent cohort
of 118 carcinomas (Duke cohort). A 300-gene ovarian prognostic index (OPI) was generated and
validated in a leave-one-out approach in the TOC cohort (Kaplan-Meier analysis, p = 0.0087). In a
second validation step, the prognostic power of the OPI was confirmed in an independent data set
(Duke cohort, p = 0.0063). In multivariate analysis, the OPI was independent of the post-operative
residual tumour, the main clinico-pathological prognostic parameter with an adjusted hazard ratio
of 6.4 (TOC cohort, CI 1.8-23.5, p =0.0049) and 1.9 (Duke cohort, CI 1.2-3.0, p = 0.0068). We con-
structed a combined score of molecular data (OPI) and clinical parameters (residual tumour), which
was able to define patient groups with highly significant differences in survival. The integrated
analysis of gene expression data as well as residual tumour can be used for optimized assessment of
the prognosis of platinum-taxol-treated ovarian cancer. As traditional treatment options are limited,
this analysis may be able to optimize clinical management and to identify those patients who would
be candidates for new therapeutic strategies.

Format

experimentData (eset) :
Experiment data

Experimenter name: Denkert C, Budczies J, Darb-Esfahani S, Gy??rffy B et al. A pr
Laboratory: Denkert, Lage 2009

Contact information:

Title: A prognostic gene expression index in ovarian cancer - validation across c

URL:
PMIDs: 19294737

Abstract: A 254 word abstract is available. Use 'abstract' method.

Information is available on: preprocessing
notes:
platform _title:
[HG-U133A] Affymetrix Human Genome Ul33A Array
platform_shorttitle:
Affymetrix HG-U133A
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platform summary:
hgul33a

platform manufacturer:
Affymetrix

platform_distribution:
commercial

platform_accession:
GPL96

version:
2015-09-22 19:13:08

featureData (eset) :
An object of class 'AnnotatedDataFrame'
featureNames: 1007_s_at 1053_at AFFX-HUMISGF3A/M97935_MB_at
(20967 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 20967 features, 80 samples

Platform type:

Overall survival time-to-event summary (in years):
Call: survfit (formula = Surv(time, cens) ~ -1)

n events median 0.95LCL 0.95UCL
80.00 21.00 4.52 4.19 NA

alt_sample_name:
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.00 20.75 40.50 40.50 60.25 80.00

sample_type:
tumor

80

histological_type:

clearcell
2

endo mix
6 1

ser undifferentiated

68

primarysite:
ov

1

other
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80

summarygrade:
high low
54 26

summarystage:
early late
9 71

tumorstage:
1 2 3 4
8 1 69 2

substage:
a b c NA's
4 6 32 38

grade:
1 2 3
3 23 54

recurrence_status:
norecurrence recurrence NA's
50 26 4

days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max.
210 660 1050 1011 1328 2190

vital_status:

deceased living
21 59
batch:
2004-09-29 2004-09-30 2004-10-01 2005-01-21 2005-01-25 2005-01-26 2005-01-28
1 2 6 4 7 8 10
2005-03-02 2006-07-26 2006-07-27 2006-07-28 2006-08-11 2006-08-18 2006-08-19
6 4 6 4 10 3 4
2006-08-21
5

uncurated_author_metadata:

title: ovarian cancer: 010///geo_accession: GSM368670///status:

title: ovarian cancer: 0Oll///geo_accession: GSM368671///status:

title: ovarian cancer: 012///geo_accession: GSM368672///status:

Publi

Publi

Public
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title: ovarian cancer: 013///geo_accession: GSM368673///status: Publi
title: ovarian cancer: 014///geo_accession: GSM368674///status: Pub]
title: ovarian cancer: 015///geo_accession: GSM368675///status: Public
title: ovarian cancer: 016///geo_accession: GSM368676///status: Public «
title: ovarian cancer: 017///geo_accession: GSM368677///status: Publi
title: ovarian cancer: 018///geo_accession: GSM368678///status: Publi
title: ovarian cancer: 019///geo_accession: GSM368679///status: Publi
title: ovarian cancer: 01///geo_accession: GSM368661///status: Pub]
title: ovarian cancer: 020///geo_accession: GSM368680///status: Publ
title: ovarian cancer: 021///geo_accession: GSM368681///status: Publi
title: ovarian cancer: 022///geo_accession: GSM368682///status: Publi
title: ovarian cancer: 023///geo_accession: GSM368683///status: Publi
title: ovarian cancer: 024///geo_accession: GSM368684///status: Public or
title: ovarian cancer: 025///geo_accession: GSM368685///status: Publi
title: ovarian cancer: 026///geo_accession: GSM368686///status: Public on Feb 09 2(
title: ovarian cancer: 027///geo_accession: GSM368687///status: Public
title: ovarian cancer: 028///geo_accession: GSM368688///status: Public
title: ovarian cancer: 029///geo_accession: GSM368689///status: Public
title: ovarian cancer: 02///geo_accession: GSM368662///status: Publi
title: ovarian cancer: 030///geo_accession: GSM368690///status: Publi
title: ovarian cancer: 031///geo_accession: GSM368691///status: Publi
title: ovarian cancer: 032///geo_accession: GSM368692///status: Publi
title: ovarian cancer: 033///geo_accession: GSM368693///status: Pub]

title: ovarian cancer: 034///geo_accession: GSM368694///status: Publi
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title: ovarian cancer: 035///geo_accession: GSM368695///status: Publi
title: ovarian cancer: 036///geo_accession: GSM368696///status: Pub]
title: ovarian cancer: 037///geo_accession: GSM368697///status: Pub]
title: ovarian cancer: 038///geo_accession: GSM368698///status: Public
title: ovarian cancer: 039///geo_accession: GSM368699///status: Publi
title: ovarian cancer: 03///geo_accession: GSM368663///status: Public on Feb
title: ovarian cancer: 040///geo_accession: GSM368700///status: Publi
title: ovarian cancer: 041///geo_accession: GSM368701///status: Pub]
title: ovarian cancer: 042///geo_accession: GSM368702///status: Public
title: ovarian cancer: 043///geo_accession: GSM368703///status: Publi
title: ovarian cancer: 044///geo_accession: GSM368704///status: Pub]
title: ovarian cancer: 045///geo_accession: GSM368705///status: Puk
title: ovarian cancer: 046///geo_accession: GSM368706///status: Pt
title: ovarian cancer: 047///geo_accession: GSM368707///status: Pub]
title: ovarian cancer: 048///geo_accession: GSM368708///status: Pt
title: ovarian cancer: 049///geo_accession: GSM368709///status: Pub]
title: ovarian cancer: 04///geo_accession: GSM368664///status: Publi
title: ovarian cancer: 050///geo_accession: GSM368710///status: Pub]
title: ovarian cancer: 051///geo_accession: GSM368711///status: Puk
title: ovarian cancer: 052///geo_accession: GSM368712///status: Publi
title: ovarian cancer: 053///geo_accession: GSM368713///status: Puk
title: ovarian cancer: 054///geo_accession: GSM368714///status: Pub]
title: ovarian cancer: 055///geo_accession: GSM368715///status: Pub]

title: ovarian cancer: 056///geo_accession: GSM368716///status: Puk
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073///geo_

33

057///geo_accession: GSM368717///status:
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059///geo_accession: GSM368719///status:
05///geo_accession: GSM368665///status:
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accession: GSM368733///status: Public on
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title: ovarian cancer: 079///geo_accession: GSM368739///status: Puk
title: ovarian cancer: 07///geo_accession: GSM368667///status: Publi
title: ovarian cancer: 080///geo_accession: GSM368740///status: Puk
title: ovarian cancer: 08///geo_accession: GSM368668///status: Publi

title: ovarian cancer: 09///geo_accession: GSM368669///status: Publi

duplicates:
GSE14764.GSE14764_GSM368667 GSE14764.GSE14764_GSM368668
1 1
NA's
78
Value
An expression set
GSE17260 Gene expression profile for predicting survival in advanced-stage

serous ovarian cancer across two independent datasets.

Description

Advanced-stage ovarian cancer patients are generally treated with platinum/taxane-based chemother-
apy after primary debulking surgery. However, there is a wide range of outcomes for individual
patients. Therefore, the clinicopathological factors alone are insufficient for predicting prognosis.
Our aim is to identify a progression-free survival (PFS)-related molecular profile for predicting
survival of patients with advanced-stage serous ovarian cancer.Advanced-stage serous ovarian can-
cer tissues from 110 Japanese patients who underwent primary surgery and platinum/taxane-based
chemotherapy were profiled using oligonucleotide microarrays. We selected 88 PFS-related genes
by a univariate Cox model (p<0.01) and generated the prognostic index based on 88 PFS-related
genes after adjustment of regression coefficients of the respective genes by ridge regression Cox
model using 10-fold cross-validation. The prognostic index was independently associated with PFS
time compared to other clinical factors in multivariate analysis [hazard ratio (HR), 3.72; 95% con-
fidence interval (CI), 2.66-5.43; p<0.0001]. In an external dataset, multivariate analysis revealed
that this prognostic index was significantly correlated with PFS time (HR, 1.54; 95% CI, 1.20-1.98;
p = 0.0008). Furthermore, the correlation between the prognostic index and overall survival time
was confirmed in the two independent external datasets (log rank test, p = 0.0010 and 0.0008).The
prognostic ability of our index based on the 88-gene expression profile in ridge regression Cox
hazard model was shown to be independent of other clinical factors in predicting cancer prognosis
across two distinct datasets. Further study will be necessary to improve predictive accuracy of the
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prognostic index toward clinical application for evaluation of the risk of recurrence in patients with
advanced-stage serous ovarian cancer.

Format

experimentData (eset) :

Experiment data
Experimenter name: Yoshihara K, Tajima A, Yahata T, Kodama S, Fujiwara H, Suzuki
Laboratory: Yoshihara, Tanaka 2010
Contact information:
Title: Gene expression profile for predicting survival in advanced-stage serous c
URL:
PMIDs: 20300634

Abstract: A 257 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform _title:
Agilent-012391 Whole Human Genome Oligo Microarray G4112A
platform shorttitle:
Agilent G4112A
platform_summary:
hgug4ll2a
platform manufacturer:
Agilent
platform distribution:
commercial
platform_accession:
GPL6848
version:
2015-09-22 19:16:49

featureData (eset) :

An object of class 'AnnotatedDataFrame'
featureNames: A_23_P100001 A_23_P100011 ... A_32_P99902 (30936 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 30936 features, 110 samples

Platform type:

Overall survival time-to-event summary (in years):
Call: survfit (formula = Surv(time, cens) ~ -1)

n events median 0.95LCL 0.95UCL
110.00 46.00 4.44 4.03 NA
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alt_sample_name:
Serous ovarian cancer 10

1

Serous ovarian cancer 106
1

Serous ovarian cancer 109
1

Serous ovarian cancer 111
1

Serous ovarian cancer 114
1

Serous ovarian cancer 117
1

Serous ovarian cancer 12
1

Serous ovarian cancer 123
1

Serous ovarian cancer 130
1

Serous ovarian cancer 134
1

Serous ovarian cancer 139
1

Serous ovarian cancer 144
1

Serous ovarian cancer 148
1

Serous ovarian cancer 150
1

Serous ovarian cancer 156
1

Serous ovarian cancer 160
1

Serous ovarian cancer 172
1

Serous ovarian cancer 176
1

Serous ovarian cancer 182
1

Serous ovarian cancer 185
1

Serous ovarian cancer 20
1

Serous ovarian cancer 25

Serous ovarian cancer 100

1

Serous ovarian cancer 107
1

Serous ovarian cancer 11
1

Serous ovarian cancer 112
1

Serous ovarian cancer 115
1

Serous ovarian cancer 118
1

Serous ovarian cancer 120
1

Serous ovarian cancer 127
1

Serous ovarian cancer 131
1

Serous ovarian cancer 136
1

Serous ovarian cancer 140
1

Serous ovarian cancer 145
1

Serous ovarian cancer 149
1

Serous ovarian cancer 151
1

Serous ovarian cancer 157
1

Serous ovarian cancer 17
1

Serous ovarian cancer 173
1

Serous ovarian cancer 178
1

Serous ovarian cancer 183
1

Serous ovarian cancer 186
1

Serous ovarian cancer 22
1

Serous ovarian cancer 27

GSE17260

Serous ovarian cancer 104
1

Serous ovarian cancer 108
1

Serous ovarian cancer 110
1

Serous ovarian cancer 113
1

Serous ovarian cancer 116
1

Serous ovarian cancer 119
1

Serous ovarian cancer 122
1

Serous ovarian cancer 129
1

Serous ovarian cancer 132
1

Serous ovarian cancer 137
1

Serous ovarian cancer 143
1

Serous ovarian cancer 146
1

Serous ovarian cancer 15
1

Serous ovarian cancer 154
1

Serous ovarian cancer 16
1

Serous ovarian cancer 171
1

Serous ovarian cancer 174
1

Serous ovarian cancer 18
1

Serous ovarian cancer 184
1

Serous ovarian cancer 2

1

Serous ovarian cancer 23
1

Serous ovarian cancer 31
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1

Serous ovarian cancer 36

1

Serous ovarian cancer 4

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

sample_type:

tumor
110

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

1
43
1
49
1
52
1
55
1
58
1
61
1
66
1
69
1
77
1

(Other)

histological_type:

ser
110
primarysite:
ov

110
summarygrade:
high low

43 67
summarystage:
late

110
tumorstage:

3 4

11

1

Serous ovarian cancer 37
1

Serous ovarian cancer 41
1

Serous ovarian cancer 44
1

Serous ovarian cancer 50
1

Serous ovarian cancer 53
1

Serous ovarian cancer 56
1

Serous ovarian cancer 6
1

Serous ovarian cancer 62
1

Serous ovarian cancer 67
1

Serous ovarian cancer 7
1

Serous ovarian cancer 79
1

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

Serous

37

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

ovarian

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer

cancer
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93 17

substage:
a b c NA's
6 18 69 17

grade:
1 2 3
26 41 43

pltx:

Yy
110

tax:

Yy
110

days_to_tumor_recurrence:
Min. 1st Qu. Median Mean 3rd Qu. Max.
30.0 285.0 510.0 673.9 870.0 2250.0

recurrence_status:
norecurrence recurrence
34 76

days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max.
30 660 915 1086 1530 2430

vital_status:

deceased living
46 64
debulking:
optimal suboptimal
57 53

uncurated_author_metadata:
title: Serous ovarian cancer 100///geo_accession: GSMA:

title: Serous ovarian cancer 104///geo_accession: GSM43222:
title: Serous ovarian cancer 106///geo_accession: GSM432223///status: Public on Mat
title: Serous ovarian cancer 107///geo_accession: GSM43222¢

title: Serous ovarian cancer 108///geo_accession: GSM432225///status: Public or
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title:

title:

title:
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Serous ovarian cancer 109///geo_accession: GSM432226///status: Public on Me
title: Serous ovarian cancer 10///geo_accession: GSM4:

Serous ovarian cancer 110///geo_accession: GSM432228///status: Public on Mat
Serous ovarian cancer 111///geo_accession: GSM432229///status: Public on Mar
title: Serous ovarian cancer 112///geo_accession: GSM4:

title: Serous ovarian cancer 113///geo_accession: GSM43223]

title: Serous ovarian cancer 114///geo_accession: GSM4322:

title: Serous ovarian cancer 115///geo_accession: GSM43223:

title: Serous ovarian cancer 116///geo_accession: GSM43223¢

title: Serous ovarian cancer 117///geo_accession: GSMA4:

title: Serous ovarian cancer 118///geo_accession: GSM4322:

title: Serous ovarian cancer 119///geo_accession: GSMA4:

title: Serous ovarian cancer 11///geo_accession: GSM4:

title: Serous ovarian cancer 120///geo_accession: GSM437

title: Serous ovarian cancer 122///geo_accession: GSM4322¢

title: Serous ovarian cancer 123///geo_accession: GSM43224.

title: Serous ovarian cancer 127///geo_accession: GSM43224:

title: Serous ovarian cancer 129///geo_accession: GSMA:

title: Serous ovarian cancer 12///geo_accession: GSM/

title: Serous ovarian cancer 130///geo_accession: GSM43224F

title: Serous ovarian cancer 131///geo_accession: GSM4:

title: Serous ovarian cancer 132///geo_accession: GSMA4:

title: Serous ovarian cancer 134///geo_accession: GSMA:

title: Serous ovarian cancer 136///geo_accession: GSM4:
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title: Serous ovarian cancer 137///geo_accession: GSMA4:
title: Serous ovarian cancer 139///geo_accession: GSMA:
title: Serous ovarian cancer 140///geo_accession: GSM432.
title: Serous ovarian cancer 143///geo_accession: GSM4322°
title: Serous ovarian cancer 144///geo_accession: GSM432:
title: Serous ovarian cancer 145///geo_accession: GSM43225°
title: Serous ovarian cancer 146///geo_accession: GSM43225¢
title: Serous ovarian cancer 148///geo_accession: GSM4:
title: Serous ovarian cancer 149///geo_accession: GSMA4:
title: Serous ovarian cancer 150///geo_accession: GSM43226(
title: Serous ovarian cancer 151///geo_accession: GSM4:
title: Serous ovarian cancer 154///geo_accession: GSM
title: Serous ovarian cancer 156///geo_accession: GSM4:
title: Serous ovarian cancer 157///geo_accession: GSMA4:
title: Serous ovarian cancer 15///geo_accession: GSM4:
title: Serous ovarian cancer 160///geo_accession: GSM43226¢
title: Serous ovarian cancer 16///geo_accession: GSM4:
title: Serous ovarian cancer 171///geo_accession: GSM4322¢
title: Serous ovarian cancer 172///geo_accession: GSM4322¢
title: Serous ovarian cancer 173///geo_accession: GSM4322°
title: Serous ovarian cancer 174///geo_accession: GSI
title: Serous ovarian cancer 176///geo_accession: GSM437
title: Serous ovarian cancer 178///geo_accession: GSM

title: Serous ovarian cancer 17///geo_accession: GSM4:
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title: Serous ovarian cancer 182///geo_accession: GSM4327
title: Serous ovarian cancer 183///geo_accession: GSM43227¢
title: Serous ovarian cancer 184///geo_accession: GSM4:
title: Serous ovarian cancer 185///geo_accession: GSMA4:
title: Serous ovarian cancer 186///geo_accession: GSM4:
title: Serous ovarian cancer 18///geo_accession: GSM4:
title: Serous ovarian cancer 20///geo_accession: GSM4:
title: Serous ovarian cancer 22///geo_accession: GSM43228
title: Serous ovarian cancer 23///geo_accession: GSM432:
title: Serous ovarian cancer 25///geo_accession: GSM4:
title: Serous ovarian cancer 27///geo_accession: GSM4322¢
title: Serous ovarian cancer 2///geo_accession: GSM43228(
title: Serous ovarian cancer 31///geo_accession: GSI
title: Serous ovarian cancer 36///geo_accession: GSI
title: Serous ovarian cancer 37///geo_accession: GSM4:
title: Serous ovarian cancer 38///geo_accession: GSM4:
title: Serous ovarian cancer 41///geo_accession: GSM4:
title: Serous ovarian cancer 42///geo_accession: GSM43229°
title: Serous ovarian cancer 43///geo_accession: GSM4322¢
title: Serous ovarian cancer 44///geo_accession: GSM4322¢
title: Serous ovarian cancer 45///geo_accession: GSM4:
title: Serous ovarian cancer 49///geo_accession: GSM43229¢
title: Serous ovarian cancer 4///geo_accession: GSM4322¢

title: Serous ovarian cancer 50///geo_accession: GSM/
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title: Serous ovarian cancer 51///geo_accession: GSM43229¢
title: Serous ovarian cancer 52///geo_accession: GSM43
title: Serous ovarian cancer 53///geo_accession: GSM437
title: Serous ovarian cancer 54///geo_accession: GSM4:
title: Serous ovarian cancer 55///geo_accession: GSM4:
title: Serous ovarian cancer 56///geo_accession: GSM43230:
title: Serous ovarian cancer 57///geo_accession: GSM4:
title: Serous ovarian cancer 58///geo_accession: GSM4:
title: Serous ovarian cancer 60///geo_accession: GSM432:
title: Serous ovarian cancer 61///geo_accession: GSM43230¢
title: Serous ovarian cancer 62///geo_accession: GSM43230¢
title: Serous ovarian cancer 64///geo_accession: GSM4:
title: Serous ovarian cancer 66///geo_accession: GSM4:
title: Serous ovarian cancer 67///geo_accession: GSM4:
title: Serous ovarian cancer 68///geo_accession: GSMA4:
title: Serous ovarian cancer 69///geo_accession: GSM4:
title: Serous ovarian cancer 6///geo_accession: GSM4:
title: Serous ovarian cancer 72///geo_accession: GSM4:
title: Serous ovarian cancer 77///geo_accession: GSM432:
title: Serous ovarian cancer 79///geo_accession: GSM4:
title: Serous ovarian cancer 7///geo_accession: GSM4:

title: Serous ovarian cancer 80///geo_accession: GSM43231¢
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Value

An expression set

GSE18520 A gene signature predictive for outcome in advanced ovarian cancer
identifies a survival factor: microfibril-associated glycoprotein 2.

Description

Advanced stage papillary serous tumors of the ovary are responsible for the majority of ovarian
cancer deaths, yet the molecular determinants modulating patient survival are poorly characterized.
Here, we identify and validate a prognostic gene expression signature correlating with survival in
a series of microdissected serous ovarian tumors. Independent evaluation confirmed the associ-
ation of a prognostic gene microfibril-associated glycoprotein 2 (MAGP2) with poor prognosis,
whereas in vitro mechanistic analyses demonstrated its ability to prolong tumor cell survival and
stimulate endothelial cell motility and survival via the alpha(V)beta(3) integrin receptor. Increased
MAGP?2 expression correlated with microvessel density suggesting a proangiogenic role in vivo.
Thus, MAGP2 may serve as a survival-associated target.

Format

experimentData (eset) :

Experiment data
Experimenter name: Mok SC, Bonome T, Vathipadiekal V, Bell A, Johnson ME, Wong K&
Laboratory: Mok, Birrer 2009
Contact information:
Title: A gene signature predictive for outcome in advanced ovarian cancer identif
URL:
PMIDs: 19962670

Abstract: A 110 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
[HG-U133_Plus_2] Affymetrix Human Genome U133 Plus 2.0 Array
platform_shorttitle:
Affymetrix HG-U133Plus2
platform summary:
hgul33plus2
platform_manufacturer:
Affymetrix|Operon
platform_distribution:
commercial |non-commercial
platform_accession:
GPL570|GPL9216
version:
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2015-09-22 19:21:25

featureData (eset) :
An object of class 'AnnotatedDataFrame'
featureNames: 1007_s_at 1053 _at ... AFFX-HUMISGF3A/M97935 MB_at
(42447 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 42447 features, 63 samples

Platform type:

Overall survival time-to-event summary (in years):
Call: survfit (formula = Surv(time, cens) ~ -1)

10 observations deleted due to missingness
n events median 0.95LCL 0.95UCL
53.00 41.00 2.05 1.48 3.70

alt_sample_name:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
312.0 395.0 694.0 893.3 1040.0 2237.0

sample_type:
healthy tumor
10 53

histological_type:
ser NA's
53 10

primarysite:
ov
63

summarygrade:
high NA's
53 10

summarystage:
late NA's
53 10
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tumorstage:
3 NA's
53 10

grade:
3 NA's
53 10

days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
150 450 630 1212 1440 4500 10

vital_status:

deceased living NA's
41 12 10
debulking:
optimal
63

percent_normal_cells:
0
63
percent_stromal cells:
0
63
percent_tumor_cells:
100
63
batch:
2004-03-12 2004-04-08 2004-04-09 2004-07-20 2004-08-12 2004-08-13 2004-09-30
20 6 9 11 10 1 6

uncurated_author_metadata:
title: Normal Ovary, 2008///geo_acc

title: Normal Ovary, 2061///geo_acc
title: Normal Ovary, 2064///geo_acc
title: Normal Ovary, 2085///geo_acc
title: Normal Ovary, 2225///geo_acc

title: Normal Ovary, 2226///geo_acc
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title: Normal Ovary,
title: Normal Ovary,
title: Normal Ovary,
title: Normal Ovary,

title: Ovarian Tumor, 1109///geo_accession: GSM461390///status:
title: Ovarian Tumor, 1214///geo_accession: GSM461391///status:
title: Ovarian Tumor, 1231///geo_accession: GSM461367///status:
title: Ovarian Tumor, 1562///geo_accession: GSM461368///status:
title: Ovarian Tumor, 1660///geo_accession: GSM461369///status:
title: Ovarian Tumor, 1993///geo_accession: GSM461400///status:
title: Ovarian Tumor, 312///geo_accession: GSM461379///status:
title: Ovarian Tumor, 317///geo_accession: GSM461348///status:
title: Ovarian Tumor, 321///geo_accession: GSM461380///status:
title: Ovarian Tumor, 324///geo_accession: GSM461373///status:
title: Ovarian Tumor, 332///geo_accession: GSM461349///status:
title: Ovarian Tumor, 345///geo_accession: GSM461392///status:
title: Ovarian Tumor, 349///geo_accession: GSM461350///status:
title: Ovarian Tumor, 351///geo_accession: GSM461351///status:
title: Ovarian Tumor, 358///geo_accession: GSM461393///status:
title: Ovarian Tumor, 367///geo_accession: GSM461381///status:
title: Ovarian Tumor, 377///geo_accession: GSM461374///status:
title: Ovarian Tumor, 380///geo_accession: GSM461375///status:
title: Ovarian Tumor, 386///geo_accession: GSM461352///status:
title: Ovarian Tumor, 388///geo_accession: GSM461353///status:

2228///ge
2230///ge
2234///ge

2237///ge

Public on Oct

Public on

Public on

Public on Oct

Public on Oct

Public on Oct

Public on

Public on

Public on

Public o

Public on

Public on
Public on
Public on
Public on

Public on

O_acc

O_acc

o_acc

O_acc

17 2(

Oct 1

Oct 1

17 2(

17 2(

17 2(

Oct

Public on Oct 17 2(

Oct

Oct

n Oct

Oct

Public on Oct 17 2(

Public on Oct 17 2(

Oct

Oct

Oct

Oct

Oct

Public on Oct 17 2(
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title:

title:

title:

title:

title: Ovarian Tumor,

Ovarian

Ovarian

Ovarian

Tumor,

Tumor,

Tumor,

389///geo_accession:
394///geo_accession:

396///geo_accession:

Ovarian Tumor, 402///geo_accession:

title: Ovarian Tumor,

title:

Ovarian

Tumor,

title: Ovarian Tumor,

title:

title:

title:

title:

title: Ovarian Tumor,

title:

title:

title:

title:

title:

title:

title:

title:

title:

title:

title:

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

410///geo_accession:

412///geo_accession: GSM461357///status:

434///geo_accession:

443///geo_accession: GSM461377///status:

GSM461356///status:

47

GSM461354///status:

GSM461382///status:

GSM461376///status:

GSM461355///status:

GSM461358///status:

Tumor, 461///geo_accession: GSM461394///status:
Tumor, 467///geo_accession: GSM461359///status:
Tumor, 477///geo_accession: GSM461383///status:
Tumor, 486///geo_accession: GSM461395///status:
629///geo_accession: GSM461360///status:
Tumor, 631///geo_accession: GSM461396///status:
Tumor, 656///geo_accession: GSM461384///status:
Tumor, 662///geo_accession: GSM461370///status:
Tumor, 692///geo_accession: GSM461397///status:
Tumor, 694///geo_accession: GSM461385///status:
Tumor, 702///geo_accession: GSM461361///status:
Ovarian Tumor, 714///geo_accession: GSM461362///status:
Tumor, 715///geo_accession: GSM461386///status:
Tumor, 718///geo_accession: GSM461398///status:
Tumor, 744///geo_accession: GSM461378///status:
Tumor, 765///geo_accession: GSM461363///status:

Ovarian

Public on

Public on

Public on

Oct

Oct

Oct

Public on Oct

Public on Oct

Public on

Public on

Public on

Public on

Public on

Public on Oct

Public on

Public on

Public on

Public on

Public on

Public on

17 2(

Public on Oct 1

Oct

Public on Oct 1

Oct

Oct

Oct

Oct

17 2

Oct

Oct

Oct

Oct

Oct

Oct

Public on Oct

Public on

Public on

Public on

Public on

Oct

Oct

Oct
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title: Ovarian Tumor, 778///geo_accession: GSM461399///status: Public on
title: Ovarian Tumor, 780///geo_accession: GSM461364///status: Public on
title: Ovarian Tumor, 786///geo_accession: GSM461387///status: Public on Oct

title: Ovarian Tumor, 794///geo_accession: GSM461388///status: Public on

Oct

Oct

17

Oct

-

£

title: Ovarian Tumor, 799///geo_accession: GSM461365///status: Public on Oct

title: Ovarian Tumor, 800///geo_accession: GSM461371///status: Public on

Oct

title: Ovarian Tumor, 872///geo_accession: GSM461366///status: Public on Oct

title: Ovarian Tumor, 934///geo_accession: GSM461372///status: Public on Oct

title: Ovarian Tumor, 970///geo_accession: GSM461389///status: Public on

duplicates:
GSE18520.GSE18520_GSM462649
1
GSE18520.GSE18520_GSM462649///GSE18520.GSE18520_GSM462650
1
GSE18520.GSE18520_GSM462650
1
NA's
60
Value
An expression set
GSE19829 Gene expression profile of BRCAness that correlates with respon-

siveness to chemotherapy and with outcome in patients with epithelial
ovarian cancer.

Description

To define a gene expression profile of BRCAness that correlates with chemotherapy response and
outcome in epithelial ovarian cancer (EOC).A publicly available microarray data set including 61
patients with EOC with either sporadic disease or BRCA(1/2) germline mutations was used for
development of the BRCAness profile. Correlation with platinum responsiveness was assessed in
platinum-sensitive and platinum-resistant tumor biopsy specimens from six patients with BRCA

17

Oct

-

£
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germline mutations. Association with poly-ADP ribose polymerase (PARP) inhibitor responsive-
ness and with radiation-induced RADS51 foci formation (a surrogate of homologous recombination)
was assessed in Capan-1 cell line clones. The BRCAness profile was validated in 70 patients en-
riched for sporadic disease to assess its association with outcome.The BRCAness profile accurately
predicted platinum responsiveness in eight out of 10 patient-derived tumor specimens, and between
PARP-inhibitor sensitivity and resistance in four out of four Capan-1 clones. [corrected] When
applied to the 70 patients with sporadic disease, patients with the BRCA-like (BL) profile had im-
proved disease-free survival (34 months v 15 months; log-rank P = .013) and overall survival (72
months v 41 months; log-rank P = .006) compared with patients with a non-BRCA-like (NBL)
profile, respectively. The BRCAness profile maintained independent prognostic value in multivari-
ate analysis, which controlled for other known clinical prognostic factors.The BRCAness profile
correlates with responsiveness to platinum and PARP inhibitors and identifies a subset of sporadic
patients with improved outcome. Additional evaluation of this profile as a predictive tool in patients
with sporadic EOC is warranted.

Format

experimentData (eset) :

Experiment data
Experimenter name: Konstantinopoulos PA, Spentzos D, Karlan BY, Taniguchi T et al
Laboratory: Konstantinopoulos, Cannistra 2010 hgu95
Contact information:
Title: Gene expression profile of BRCAness that correlates with responsiveness tc
URL:
PMIDs: 20547991

Abstract: A 241 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform _title:
[HG_U95Av2] Affymetrix Human Genome U95 Version 2 Array
platform_shorttitle:
Affymetrix HG_U95Av2
platform_summary:
hgu95av?2
platform manufacturer:
Affymetrix
platform distribution:
commercial
platform_accession:
GPL570|GPL8300
version:
2015-09-22 19:26:29

featureData (eset) :

An object of class 'AnnotatedDataFrame'
featureNames: 1007_s_at 1053_at ... AFFX-MurIL4_at (54253 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription
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Details

assayData: 54253 features,
Platform type:

Overall survival time-to-event summary
Call: survfit (formula = Surv (time, cens) ~

70 samples

-1)

median 0.95LCL 0.95UCL
3.78 2.96 5.92

n events
70.00 40.00

alt_sample_name:
Ovarian cancer_sample 1
1
12
1
15
1
18
1
20
1
23
1
26
1
29
1
31
1
34
1
37
1
Ovarian cancer_sample 4
1
cancer_sample 42
1
cancer_sample 45 Ovarian
1
cancer_sample 48
1
cancer_sample 50
1

Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample Ovarian cancer_sample

Ovarian cancer_sample

Ovarian Ovarian cancer_sample

Ovarian cancer_sample

Ovarian Ovarian cancer_sample

Ovarian Ovarian cancer_sample

(in years):

10
1
13
1
16
1
19
1
21
1
24
1
27
1

Ovarian cancer_sample 3

1
32
1
35
1
38
1
40
1
43
1
46
1
49
1
51
1

GSE19829

Ovarian cancer_sample 11

1

Ovarian cancer_sample 14
1

Ovarian cancer_sample 17
1

Ovarian cancer_sample 2
1

Ovarian cancer_sample 22
1

Ovarian cancer_sample 25
1

Ovarian cancer_sample 28
1

Ovarian cancer_sample 30
1

Ovarian cancer_sample 33
1

Ovarian cancer_sample 36
1

Ovarian cancer_sample 39
1

Ovarian cancer_sample 41
1

Ovarian cancer_sample 44
1

Ovarian cancer_sample 47
1

Ovarian cancer_sample 5
1

Ovarian cancer_sample 52
1
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Ovarian cancer_sample 53 Ovarian cancer_sample 54 Ovarian cancer_sample 55

1 1 1
Ovarian cancer_sample 56 Ovarian cancer_sample 57 Ovarian cancer_sample 58
1 1 1
Ovarian cancer_sample 59 Ovarian cancer_sample 6 Ovarian cancer_sample 60
1 1 1
Ovarian cancer_sample 61 Ovarian cancer_sample 62 Ovarian cancer_sample 63
1 1 1
Ovarian cancer_sample 64 Ovarian cancer_sample 65 Ovarian cancer_sample 66
1 1 1
Ovarian cancer_sample 67 Ovarian cancer_sample 68 Ovarian cancer_sample 69
1 1 1
Ovarian cancer_sample 7 Ovarian cancer_sample 70 Ovarian cancer_sample 8
1 1 1
Ovarian cancer_sample 9
1
batch:
2001-09-14 2001-12-14 2002-08-20 2003-09-09 2003-09-18 2009-08-14
7 4 14 13 4 28

days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max.
30.0 667.5 1125.0 1170.0 1522.0 3450.0

primarysite:

ov

70

sample_type:

tumor

70

uncurated_author_metadata:
title: Ovarian cancer_sample 10///geo_accession: GSM495148///status: Pt

title: Ovarian cancer_sample 11///geo_accession: GSM495149///status: Ptu

title: Ovarian cancer_sample 12///geo_accession: GSM495150///statt
title: Ovarian cancer_sample 13///geo_accession: GSM495151///status: Pt
title: Ovarian cancer_sample 14///geo_accession: GSM495152///status: Ptu
title: Ovarian cancer_sample 15///geo_accession: GSM495153///status: Pt

title: Ovarian cancer_sample 16///geo_accession: GSM495154///status: Pt
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title: Ovarian cancer_sample 17///geo_accession: GSM495155///status: Ptu

title: Ovarian cancer_sample 18///geo_accession: GSM495156///status: Pt

title: Ovarian cancer_sample 19///geo_accession: GSM495157///statt

title: Ovarian cancer_sample 1///geo_accession: GSM495139///status: Pt

title: Ovarian cancer_sample 20///geo_accession: GSM495158///status: Pt

title: Ovarian cancer_sample 21///geo_accession: GSM495159///status: Ptu

title: Ovarian cancer_sample 22///geo_accession: GSM495160///statt

title: Ovarian cancer_sample 23///geo_accession: GSM495161///statt

title: Ovarian cancer_sample 24///geo_accession: GSM495162///statt

title: Ovarian cancer_sample 25///geo_accession: GSM495163///statt

title: Ovarian cancer_sample 26///geo_accession: GSM495164///status

title: Ovarian cancer_sample 27///geo_accession: GSM495165///status: Ptu

title: Ovarian cancer_sample 28///geo_accession: GSM495166///stat

title: Ovarian cancer_sample 29///geo_accession: GSM495167///status: Public on Jul
title: Ovarian cancer_sample 2///geo_accession: GSM495140///status: Pt

title: Ovarian cancer_sample 30///geo_accession: GSM495168///status: Public c
title: Ovarian cancer_sample 31///geo_accession: GSM495169///status: Public c
title: Ovarian cancer_sample 32///geo_accession: GSM495170///status: Public on Ju
title: Ovarian cancer_sample 33///geo_accession: GSM495171///status: Public on Jul
title: Ovarian cancer_sample 34///geo_accession: GSM495172///status: Public c
title: Ovarian cancer_sample 35///geo_accession: GSM495173///status: Public on Jul
title: Ovarian cancer_sample 36///geo_accession: GSM495174///status: Public on Jul
title: Ovarian cancer_sample 37///geo_accession: GSM495175///status: Public on Jul

title: Ovarian cancer_sample 38///geo_accession: GSM495176///status: Public on Jul



GSE19829 53

title: Ovarian cancer_sample 39///geo_accession: GSM495177///status: Public on Jul
title: Ovarian cancer_sample 3///geo_accession: GSM495141///status

title: Ovarian cancer_sample 40///geo_accession: GSM495178///status: Public c
title: Ovarian cancer_sample 41///geo_accession: GSM495179///status: Public on Jul
title: Ovarian cancer_sample 42///geo_accession: GSM495180///status: Public c
title: Ovarian cancer_sample 43///geo_accession: GSM495181///status: Public on Jul
title: Ovarian cancer_sample 44///geo_accession: GSM495182///status: Public or
title: Ovarian cancer_sample 45///geo_accession: GSM495183///status: Public or
title: Ovarian cancer_sample 46///geo_accession: GSM495184///status: Public on Jul
title: Ovarian cancer_sample 47///geo_accession: GSM495185///status: Public or
title: Ovarian cancer_sample 48///geo_accession: GSM495186///status: Public on Jul
title: Ovarian cancer_sample 49///geo_accession: GSM495187///status: Public or
title: Ovarian cancer_sample 4///geo_accession: GSM495142///status

title: Ovarian cancer_sample 50///geo_accession: GSM495188///status: Public on Jul
title: Ovarian cancer_sample 51///geo_accession: GSM495189///status: Public or
title: Ovarian cancer_sample 52///geo_accession: GSM495190///status: Public or
title: Ovarian cancer_sample 53///geo_accession: GSM495191///status: Public or
title: Ovarian cancer_sample 54///geo_accession: GSM495192///status: Public or
title: Ovarian cancer_sample 55///geo_accession: GSM495193///status: Public on Jul
title: Ovarian cancer_sample 56///geo_accession: GSM495194///status: Public on ¢
title: Ovarian cancer_sample 57///geo_accession: GSM495195///status: Public on
title: Ovarian cancer_sample 58///geo_accession: GSM495196///status: Public on Jt
title: Ovarian cancer_sample 59///geo_accession: GSM495197///status: Public

title: Ovarian cancer_sample 5///geo_accession: GSM495143///status: Pt
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title: Ovarian cancer_sample 60///geo_accession: GSM495198///status: Public on Jt
title: Ovarian cancer_sample 61///geo_accession: GSM495199///status: Public
title: Ovarian cancer_sample 62///geo_accession: GSM495200///status: Public on Ju
title: Ovarian cancer_sample 63///geo_accession: GSM495201///status: Public c
title: Ovarian cancer_sample 64///geo_accession: GSM495202///status: Public on Jul
title: Ovarian cancer_sample 65///geo_accession: GSM495203///status: Public c
title: Ovarian cancer_sample 66///geo_accession: GSM495204///status: Public c
title: Ovarian cancer_sample 67///geo_accession: GSM495205///status: Public on Ju
title: Ovarian cancer_sample 68///geo_accession: GSM495206///status: Public on Jt
title: Ovarian cancer_sample 69///geo_accession: GSM495207///status: Public on Ju
title: Ovarian cancer_sample 6///geo_accession: GSM495144///status: Pt
title: Ovarian cancer_sample 70///geo_accession: GSM495208///status: Public
title: Ovarian cancer_sample 7///geo_accession: GSM495145///statt
title: Ovarian cancer_sample 8///geo_accession: GSM495146///status: Pt
title: Ovarian cancer_sample 9///geo_accession: GSM495147///status: E
vital_status:

deceased living
40 30

Value

An expression set

GSE20565 A genomic and transcriptomic approach for a differential diagnosis
between primary and secondary ovarian carcinomas in patients with
a previous history of breast cancer.
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Description

The distinction between primary and secondary ovarian tumors may be challenging for patholo-
gists. The purpose of the present work was to develop genomic and transcriptomic tools to further
refine the pathological diagnosis of ovarian tumors after a previous history of breast cancer.Sixteen
paired breast-ovary tumors from patients with a former diagnosis of breast cancer were collected.
The genomic profiles of paired tumors were analyzed using the Affymetrix GeneChip Mapping 50
K Xba Array or Genome-Wide Human SNP Array 6.0 (for one pair), and the data were normalized
with ITALICS (ITerative and Alternative normal.Ization and Copy number calling for affymetrix
Snp arrays) algorithm or Partek Genomic Suite, respectively. The transcriptome of paired samples
was analyzed using Affymetrix GeneChip Human Genome U133 Plus 2.0 Arrays, and the data were
normalized with gc-Robust Multi-array Average (gcRMA) algorithm. A hierarchical clustering of
these samples was performed, combined with a dataset of well-identified primary and secondary
ovarian tumors.In 12 of the 16 paired tumors analyzed, the comparison of genomic profiles con-
firmed the pathological diagnosis of primary ovarian tumor (n = 5) or metastasis of breast cancer
(n = 7). Among four cases with uncertain pathological diagnosis, genomic profiles were clearly
distinct between the ovarian and breast tumors in two pairs, thus indicating primary ovarian carci-
nomas, and showed common patterns in the two others, indicating metastases from breast cancer.
In all pairs, the result of the transcriptomic analysis was concordant with that of the genomic anal-
ysis.In patients with ovarian carcinoma and a previous history of breast cancer, SNP array analysis
can be used to distinguish primary and secondary ovarian tumors. Transcriptomic analysis may be
used when primary breast tissue specimen is not available.

Format

experimentData (eset) :

Experiment data
Experimenter name: Meyniel JP, Cottu PH, Decraene C, Stern MH, Couturier J, Lebic
Laboratory: Meyniel, Sastre-Garau 2010
Contact information:
Title: A genomic and transcriptomic approach for a differential diagnosis betweer
URL:
PMIDs: 20492709

Abstract: A 277 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
[HG-U133_Plus_2] Affymetrix Human Genome U133 Plus 2.0 Array
platform_shorttitle:
Affymetrix HG-U133Plus2
platform summary:
hgul33plus2
platform_manufacturer:
Affymetrix
platform_distribution:
commercial
platform_accession:
GPL570|GPL2005|GPL6801
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version:
2015-09-22 19:33:01

featureData (eset) :
An object of class 'AnnotatedDataFrame'
featureNames: 1007_s_at 1053_at AFFX-HUMISGF3A/M97935_MB_at

(42447 total)
varLabels:
varMetadata:

Details

assaybData:
Platform type:

42447 features,

140 samples

alt_sample_name:

probeset gene EntrezGene.ID best_probe
labelDescription

Breast metastasis in the ovary_OCO01_ARNO0O0l6 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OCO01_ARNO0017 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARN0020 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OCO01_ARNO0029 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNOO035 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARN0046 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OCO01_ARNO051 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNOO053 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNOOS55 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OCO01_ARN0O060 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARN0O069 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNO0OO073 [HG-Ul33_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNOO077 [HG-U133_Plus_2]
1
Breast metastasis in the ovary_OC01_ARNO0O079 [HG-U1l33_Plus_2]
1
Breast metastasis in the ovary_OCO01_ARNO0O081 [HG-U133_Plus_2]



GSE20565

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

Breast

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

metastasis in

Ovarian

Ovarian

Ovarian

Ovarian

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

the

ovary_OCO1_ARNQ0O083
ovary_OCO1_ARN009S2
ovary_OC01_ARNO0097
ovary_OCO01_ARNO0O098
ovary_OC01_ARNO0099
ovary_OCO01_ARN0102
ovary_OCO1_ARN0104
ovary_OCO01_ARNO0112
ovary_OCO1_ARN0120
ovary_OCO1_ARNO0121
ovary_OCO01_ARN0123
ovary_OCO1_ARN0126
ovary_OCO01_ARNO0141
ovary_OCO01_ARNO0142
ovary_OCO1_ARN0143
ovary_OCO01_ARNO0145
ovary_OCO1_ARN0146
ovary_OCO1_ARN0153
ovary_OCO01_ARNO0162

ovary_OCO1_ARN0201

carcinoma_OCO01_ARNO0OOO1

carcinoma_OC01_ARNO00O02

carcinoma_OCO01_ARN00O4

carcinoma_OCO01_ARNO0OO5

1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
]

[HG-U133_Plus_2
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carcinoma_OCO01_ARNOO0OO7

carcinoma_OCO01_ARN00OO8

carcinoma_OCO01_ARN0O0O09

carcinoma_OCO01_ARNO0010

carcinoma_OCO01_ARNO0O11

carcinoma_OCO01_ARNO0012

carcinoma_OCO01_ARNO0013

carcinoma_OCO01_ARNO0O15

carcinoma_OCO01_ARN0022

carcinoma_OCO01_ARNO0023

carcinoma_OCO01_ARNO0025

carcinoma_OCO01_ARN0028

carcinoma_OCO01_ARNO0030

carcinoma_OC01_ARN0032

carcinoma_OC01_ARN0034

carcinoma_OCO01_ARNO0036

carcinoma_OCO01_ARN0037

carcinoma_OCO01_ARN0038

carcinoma_OC01_ARN0039

carcinoma_OCO01_ARN0041

carcinoma_OCO01_ARNO0042

carcinoma_OC01_ARN0045

carcinoma_OCO01_ARN0049

carcinoma_OCO01_ARNO0OO57
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1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
]

[HG-U133_Plus_2



GSE20565

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian
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Ovarian

Ovarian
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Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

Ovarian

carcinoma_OCO01_ARN0058

carcinoma_OCO01_ARNO0OG61

carcinoma_OC01_ARN0062

carcinoma_OCO01_ARN0063

carcinoma_OCO01_ARNO00O64

carcinoma_OC01_ARN0066

carcinoma_OCO01_ARN00O67

carcinoma_OCO01_ARNO0O70

carcinoma_OCO01_ARN0072

carcinoma_OCO01_ARNO0O0O75

carcinoma_OCO01_ARNO0O076

carcinoma_OCO01_ARN00O8O

carcinoma_OCO01_ARNO0084

carcinoma_OC01_ARN0085

carcinoma_OCO01_ARN0089

carcinoma_OCO01_ARNO0091

carcinoma_OC01_ARN0093

carcinoma_OCO01_ARNO0095

carcinoma_OC01_ARN0096

carcinoma_OCO01_ARN0100

carcinoma_OCO01_ARNO0101

carcinoma_OCO01_ARN0103

carcinoma_OCO01_ARNO0105

carcinoma_OCO01_ARNO0106

1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U133_Plus_2]
1
[HG-U1l33_Plus_2]
1
[HG-U133_Plus_2]
1
]

[HG-U133_Plus_2
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Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian
Ovarian

Ovarian

sample_type:
tumor
140

histological_type:
clearcell endo
6 6

primarysite:
other ov
44 96

summarygrade:
high low NA's
63 33 44

summarystage:
late
67

NA's
46

early
27

mucinous

carcinoma_OCO01_ARN0107

carcinoma_OCO01_ARN0108

carcinoma_OCO01_ARN0109

carcinoma_OCO1_ARNO111

carcinoma_OCO0l1_ARNO0113

carcinoma_OCO01_ARNO0114

carcinoma_OCO01_ARNO0115

carcinoma_OCO0l1_ARNO0116

carcinoma_OCO01_ARN0118

carcinoma_OCO01_ARNO0119

carcinoma_OC01_ARNO0124

carcinoma_OCO01_ARNO0125

other
7 6

GSE20565

[HG-U133_Plus_2
[HG-U133_Plus_2
[HG-U1l33_Plus_2
[HG-U133_Plus_2
[HG-U133_Plus_2

[HG-U1l33_Plus_2

[HG-U133_Plus_2
[HG-U133_Plus_2
[HG-U133_Plus_2
[HG-U1l33_Plus_2
[HG-U133_Plus_2

(Other

1
]
1
]
1
]
1
]
1
]
1
]
1
[HG-U133_Plus_2]
1
]
1
]
1
]
1
]
1
]
1
)
41

NA's
44

ser
71
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tumorstage:
1 2
18 9
substage:
a b
14 10
grade:
1 2
6 27
batch:

4 NA's
15 46

NA's
61

NA's
44

61

2006-06-01 2006-06-27 2006-06-28 2006-06-29 2006-06-30 2006-07-20 2008-03-06
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uncurated_author_metadata:
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ovary_OCO01_ARNO0O16
ovary_OCO1_ARNOO17
ovary_OCO01_ARNO0020
ovary_OCO01_ARN0029
ovary_OCO01_ARNO0035
ovary_OCO01_ARN0046
ovary_OCO1_ARNOOS51
ovary_OCO01_ARNO0053
ovary_OCO01_ARNO0O055
ovary_OCO01_ARNOO060
ovary_OCO01_ARN0069
ovary_OCO1_ARNOO73
ovary_OCO01_ARNOQOO77
ovary_OCO01_ARNO00O79
ovary_OCO1_ARN0081

ovary_OCO01_ARNO0083

36 7 1

[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_21///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]1///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]1///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]1///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]1///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_2]///geo_accessior
[HG-U133_Plus_21///geo_accessior

[HG-U133_Plus_2]///geo_accessior
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ovary_OCO1_ARN0092
ovary_OCO1_ARNO097
ovary_OCO01_ARN009S8
ovary_OCO01_ARN0099
ovary_OCO01_ARNO0102
ovary_OC01_ARNQ0104
ovary_OCO1_ARNO0112
ovary_OCO01_ARNO0120
ovary_OCO1_ARN0121
ovary_OCO1_ARN0123
ovary_OCO01_ARNO0126
ovary_OCO1_ARN0141
ovary_OCO01_ARNO0142
ovary_OCO01_ARNO0143
ovary_OCO1_ARN0145
ovary_OCO01_ARNO0146
ovary_OCO01_ARN0153
ovary_OCOl1_ARN0162

ovary_OCO01_ARNO0201

title:

title:

title:

GSE20565

[HG-U133_Plus_2]///geo_accessior
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title: Ovarian carcinoma_OCO01_Z
Ovarian carcinoma_OCO01_ARN0002
Ovarian carcinoma_OCO01_ARD
title:

Ovarian carcinoma_OC01_Z

Ovarian carcinoma_OCO0l1_AR}



GSE20565

63

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO1_AF

title: Ovarian carcinoma_OC01_7

title: Ovarian carcinoma_OCO01_Z

title: Ovarian carcinoma_OCO01_ARNO(

title: Ovarian carcinoma_OC01_Z

title: Ovarian carcinoma_OCO01_Z

title: Ovarian carcinoma_OC01_7

title: Ovarian carcinoma_OC01_?

title: Ovarian carcinoma_OCO01_7

title: Ovarian carcinoma_OCO01_ARNOO30 |

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OC01_Z

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO1_ARNO0041

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO0l1_ARN0045 |

title: Ovarian carcinoma_OCO1_ARD

title: Ovarian carcinoma_OCO01_ARD
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title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD
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title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARNO010¢

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCOl1_ARNO0113

title: Ovarian carcinoma_OCO01_ARN0114 [HC

title: Ovarian carcinoma_OCO1_ARNO11°¢

title: Ovarian carcinoma_OC01_Z

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO01_ARD

title: Ovarian carcinoma_OCO1_ARD

duplicates:
GSE20565.GSE20565_GSM516722 GSE20565.GSE20565_GSM516741
1 1
NA's
138
Value
An expression set
GSE2109 IGC EXpression Project for Oncology

Description

EXpression Project for Oncology, International Genomics Consortium, www.intgen.org
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Format

experimentData (eset) :
Experiment data
Experimenter name: EXpression Project for Oncology, International Genomics Conso:
Laboratory: expO, IGC 2005
Contact information:
Title: IGC EXpression Project for Oncology
URL:
PMIDs: PMID unknown

Abstract: A 8 word abstract is available. Use 'abstract' method.
Information is available on: preprocessing
notes:
platform title:
[HG-U133_Plus_2] Affymetrix Human Genome U133 Plus 2.0 Array
platform_shorttitle:
Affymetrix HG-U1l33Plus2
platform summary:
hgul33plus?2
platform manufacturer:
Affymetrix
platform_distribution:
commercial
platform_accession:
GPL570
version:
2015-09-22 19:40:35

featureData (eset) :
An object of class 'AnnotatedDataFrame'
featureNames: 1007_s_at 1053_at ... AFFX-HUMISGF3A/M97935_MB_at
(42447 total)
varLabels: probeset gene EntrezGene.ID best_probe
varMetadata: labelDescription

Details

assayData: 42447 features, 204 samples
Platform type:

alt_sample_name:
Abdominal wall mass - 8176 Omentum - 1006
1 1
Omentum - 8174 Omentum — 8186
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